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B.1 BA.2 BA.5 BA.2.75 XAW BJ.1 BA.2.3.20 BA.2.75.2 XBB BQ.1.1

cilgavimab 11 15 103 88 >1000 >1000 >1000 >1000 >1000 >1000

tixagevimab 4 >1000 >1000 210 377 >1000 121 >1000 >1000 >1000

Evusheld 5 31 201 78 592 >1000 323 >1000 >500000 >500000

bebtelovimab 2 1 1 6 7 >1000 48 2 >63000 38530

LY-CoV016 (etesevimab) 45 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000

LY-CoV-555 (bamlanivimab) 11 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000

REGN10933 (casirivimab) 20 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000

REGN10987 (imdevimab) 11 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000 >1000

S309 (sotrovimab) 89 536 602 301 641 654 969 423 391 1089

IC50 (ng/ml)

Sheward et al., (unpublished data)



Concordance across labs/assays

>    Lower bound (IC50 greater than highest concentration tested)

Sheward et al., unpublished data; Sheward et al., LID (2022) ; Cao et al., bioRxiv (2022). Wang et al., bioRxiv (2022); 
Wang et al., LID (2022) ; Arora et al., LID (2022); Planas et al., bioRxiv (2022); Imai et al., NEJM (2022); 
Yamasoba et al., LID (2022); Wu et al., Lancet (2022); Takashita et al., NEJM (2022); Gruell et al., LID (2022); 
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